
0 20 40 60 80 100
GC content

0.00

0.05

0.10

0.15

0.20

0.25

0.30

Pr
op

or
tio

n 
of

 re
ad

s
GC content of each read



500

1000

3000

5000

10000

30000

50000

100000

300000

500000

1000000

1500000
2000000

Read Length (bp)

0

5

10

15

20

25

30

35

40

45

Ph
re

d 
qu

al
ity

 sc
or

e



1 2 3 4 5 6 7 8 9 10
11

-20
21

-50
51

-10
0

10
1-2

00

20
1-3

00

Read position (bp)

5

10

15

20

25

30

Ph
re

d 
Qu

al
ity

 S
co

re
Quality score across reads, from the start



20
1-3

00

10
1-2

00
51

-10
0

21
-50

11
-20 10 9 8 7 6 5 4 3 2 1

Read position (bp)

5

10

15

20

25

30

Ph
re

d 
Qu

al
ity

 S
co

re
Quality score across reads, from the end



0.0 20.0 40.0 60.0 80.0 87.44 100.0
Read percent identity

0.00

0.02

0.04

0.06

0.08

0.10

0.12

0.14

0.16

Pr
op

or
tio

n 
of

 re
ad

s
Read alignment percent identity


