C. Per-residue R; CMAP: SecondaryStructure €. Per-residue RMSD(R)
PDB: 2fft R o PDB: 2fft RMSD(R):
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b. Per-model R-histogram d. Per-residue R; CMAP: Chirality f. Per-residue RMSF(R)
Lo PDB: 2fft P’(Rz:o PDB: 2fft R o PDB: 2fft RMSF(R):
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