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GAAACCAT CCCACTGAGCTTCCCCGACTGCCAGAATGGTCCCCTGCGCAGCCAT CTCAT CTG
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170 220
CCTAT ACCGAGCAGCATCGCTCATCTCGCTCTTCACCCTGGACGAGCTGAT G CA ACACCGGCAACACCGGCCTCGGTG

250 280 290 300
ACTGGGCCTCCCTGCATACCAAGTATG AGT AAGCTCTT CGGCCTCGACCGTGCCAATTTCAGCG/-\CTCAGG
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330 370 410
AGCCTACAATTGGGCCACCTCATTCCCCCAGCCCATCCTGACCACCGCGGCCCTCAACCGCACCCTCATCCACCAAATCGCCTC

e
460
TACGGCCTTCGA
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500 510 520 530 540 550 560 570 580
ccACCCCGTCTGGGGTCGCGGACAAGAAACCCCAGGAGAGGACGT CTCTCTCGCCGCCGTCTACGCCTACGAATACATC CACTCG

750 760 770 780 790 800 810 820 830
GCCCGCGACGCCAAAGTCCAGAGTGTCATGT GCGCCTACAACGCCGTCAACGGCGT CCCTGCCCGCGCCGACTCCTACTTCCT
—

840 850 860 870 880 890 900 910
CCAGACCCTCCTCCGCGACACCTTCGGATTTGTCGACCACGGATACGTCTC CCAGCGACTGCGATGCCGCCTATAACATCTACA
— —

920 930 940 950 960 970 980 990
ACCCCCACGGCTATGCCTCCTCCCAGGCTGCCGCTGCCGCTGAGGT CCATCCTCGCC GGCA CCGACATCGACT GG GGTA CACCTAA
—
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1000 1010 1020 1030 1040 1050 1060 1070 1080
C AATGGG ACCT GAACGAGT CCATCGCTGCGGGAGAT CTTCTCCCGAT GATT TGAGTCA GG T TGGATTC G TC TTA AC C AA CCT C
—

1090 1100 1110 1120 1130 1140 1150 1160
G TGGAGGC C GGA ACTTCAATCC AACCCCAAAAGG GAA AACCCTACCGG ACCCT CCTGGTCCA AGTCTTGGACGGACAT GG A

1170 1180 1190 1200 1210 1220 1230
A CT CCTTACA GGCGGACAAGG G A TGG C TT C AA AAAC CAA A A G T CTC CC T C AGGAAGA T AC C CA ACAA AAACTG C cC T

T T T T T T 1 1 1 L T
1240 1250 1260 1270 1280 1290 1300 1310

GGC T GTG AR CCC TCTCTA AGTGGAATA A CCCTTGTTTTTGA TCG TC T CCAACAAACA TACA TA T AG &€ CTCCGG TT

1320 1330
TCT T AT TG A C C TA T CCG G G




