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GCAACACCGGCCTCGGTGTCTCCCGACTGGGCCTCCCTGCATACCAAGTATGGAGTGAAGCTCTTCACGGCCTCGACCGTGCC
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CAACATCAACACCTTCCGCCACCCCGTCTGGGGTCGCGGACAAGAAACCCCAGGAGAGGACGTCTCTCTCGCCGCCGTCTACG
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ACATCGAGAACTGGCACAACCACTCCCGCCTGGGCAACGACTTGAACATCACCCAGCAAGACCTCTCCGATACTACCCG ccC CA
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1010 1020 1030 1040 1050 1060 1070 1080
A TTCACGT CGCCG CCGCGACGCC  AAGTCCA AAGTG CA TGTG CGC TAC AAGCC GT CAAGGGGT CC TGGCTGGG CGAATCTAT
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TTCT CAGAACT TC T CCGGAACCTT TGG ATT TG G CA C CA GGAA ACGT TC A GGGACT GG AGGCGCT TAA AT TT A AA CC C CAGGGT A
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GCT CT CC A GGMWG G G GGCCTAAGGACT CCCCGGCC AAA TAG G GGGA CCA C CAA GGC C A AAAMGAC C CC C B A TGTCCTC ATTT
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GAAA A GG A GTGTTTCTC CACCCC C TG G GC A GCCGA AACTT AT ACA G C AC AGG CTC T T CCT GGTGGGA AAG &G AG G AGT
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GTGG CGA G GG GTGTAT CC &G CcCcAG




