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ACTACAA CAGAAGATGAAACGGCACAAATTCCGGCT GAAGCT GTCATCGGTTACTTAGATTTAGAAGGGGATTTCGATG
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AAGAAGGGGTATCTTTGGATAAAAGAGAGGCT GAAGCTCAGCT GGCATTTAATAATAACCCATCGAGTGTAGGCGCCTACAGT
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TCAGGGACATACCGTAACCTCGCACAAGAAATGGGTAAAACAAATATACAGCAAAAGGTGAATAGTACTTTTGACAATATGTT
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TGGCTATAACAACACACAACAACTTTACTACCCGTACACCGAAAACGGTGTTTATAAAGCACACTACATAAAAGCAATTAACCC
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500 510 520 530 540 550 560 570 580
AGACGAAGGCGACGATATAAGAACAGAAGGGCAATCGTGGGGAATGACCGCCGCTGTC CATGCTTAATAAACAAGAAGAATTT G

830 840 850 860 870 880 890 900 910
AAAATAAGCT GATGGAAAACCAAATAATCCGCTTTTCACCTTACATTGATAACCTAACAGACCCTTCTTACCATATACCTGCGT
—

920 930 940 950 960 970 980 990
TTTACGACTACTTTGCAAATAACGTAACTAACC AAGCAGACAAAATTACTGGCGACAATAGCCACAAAAAG TAAACCTTACTTA
—
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1000 1010 1020 1030 1040 1050 1060 1070
AAACCATTTT ACAA A GTAAGT GGT AGC CCG ATT GGAAC TA CCTACTT TTTATC CGCTTAAATG GC A C CTGGT A TG GG TACT

1080 1090 1100 1110 1120 1130 1140 1150
T TT TACGGC CAACAACCCGGCAAGGGTGGATTTTAGCCGGG T CCG A AATATAAT GGGGTT AA ACC CATTTAAGGGGCGCC AC

T T L
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GGGGG AAA A CGCGT A AA AACACGG GTTTTAATT T CAAA AAACAAAAAAGT TAA AC CATCCTAA TGGGG CCAAAGC G AG G AC

—_——
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CCGGGGCGA GAGAAT CCCCAACCTCTC C TATGTG TAGAG T TGTAT T TTT T T AT TC




