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100 140 150
GCCCAGGCCAACACCAGCTACGTCGACTACAACAT CGAAGCCAACCCGGACT G

CCCACTGAGCTTCCCCGACTGCCAGAATGGT CCCCTGCACAGCCATC C

mAAAthMA‘M unLAL Mh)‘mu AN ALAAM,QA“AAAA W

270 280 290
AGCAGCATCGCTCAT T TTCACCCTGGACGAG

“AW“AHA““A h AL“AAAA“L&A“A‘A JaA J‘MM.W.‘AAAA“A‘A‘.AA“.QAA“A

"
340 370
GCCTCCCTGCATACCAAGTA GT GAAGCTOCTTTCA

430 440 450 460 470 480 490 500
GCCACCTCATTCCCCCAGCCCATCCTGACCACCGCGGCCCTCAACCGCACCCTCATCCACCAAATCGCCTCCATC CATCTOC
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510 520 530 540 550 560 570 580
CCAAGGCCGCGCCTTCAACAACGCCGGCCGCTACGGCCTCGACGTCTACGCCCCCAACATCAACACCTTCCGCCACCCCGTCTG
—

590 600 610 620 630 640 650 660 670
GGGTCGCGGACAAGAAACCCCAGGAGAGGACGT CTCTCTCGCCGCCGTCTACGCCTACGAATACATC CACCGGCATCCAGGGTC

680 690 700 710 720 730 740 750
CCGACCCAGAATCAAACCTCAAACTCGCCGCCACGGCC CAAGCACTACGCCGGC CTATGACATCGAGAACTGGCACAACCACTCTCC
— — —

760 770 780 790 800 810 820 830
GCCTGGGCAACGACATGAACATC CACCCAGCAAGACCTCTCCGAATACTACACGCCCCAATTCCACGTCGCCGCCCGCGACGCCAA
—

850 860 870 880 890 900 910 920
AGTCCAGAGTGTCATGTGCGCCTACAACGCCGTCAACGGGGTCCC TGCCTGCGCCGACTCCTACTT CCTCAAGACCCTC T CCGECG
— — —

960 970 980 990 1000
CCAGCGACTGC GATGCCGCTATAAA TCTAC ACCTCCC CGGCTATGCTTCTTC

T
— D ———————]
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1010 1020 1030 1040 1050 1060 1070 1080
CAGGGTGCCGCTG CGG TGAGGCATCCTCGCGGGACC GA CTCGA TGGGGTACC CCTACAATGG ACC TG ACGAGT CATCC TTG G
— — — — — —

1130 1140 1150 1160

1090 1100 1110 1120
A CCGACCTCGGGA GGCGGAA TTT CA T CC AACC C AAGGGAAACC CT

G AAATC TCT TCCGA TGAA T AA CAGGG TGGATCCTCT

1190 1200 1210 1220 1230
A CG G A CT C TG GCCAGTCTTGA A G GCTGGAACTCT C AA GC C G C ACG GG TGGCT TC G AGCCAAGTCG T CcC C

1170 1180




