
MS measurements
(error bars=±2*dev)



si
m

m
ea

s

M1 M2 M3 M4 M5 M6

Cit

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5 M6

Fru6P

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5 M6

FruBP

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5 M6

Glc6P

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5 M6

Gnt6P

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M1 M2 M3 M4

Mal

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0 1.2



si
m

m
ea

s

M0 M1 M2 M3

PEP

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3

PGA

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5

Rib5P+Xul5P+Rub5P

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



si
m

m
ea

s

M0 M1 M2 M3 M4 M5 M6 M7

Sed7P

MS fraction

0.0 0.2 0.4 0.6 0.8 1.0



MS simulations
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Label measurements
(error bars=±2*dev)
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Flux measurements
(error bars=±2*dev)
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Metabolite pool measurements
(error bars=±2*dev)
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